. PCR products were analyzed on 1% 157 agarose gels. 158 Table S1 . 163
The sequence obtained differed partly from the previously reported Lcaf (Fig. 3) . 238 14 Binding of SGF-2 to these elements was examined in EMSAs (Fig. 4A, B , 239 C). A specific band was detected with the fibH-200 probe corresponding to 240 the E site using PSG extracts on day 2 of the fifth instar, but not on PSG 241 extracts of the fourth molting stage or MSG extracts on day 2 of the fifth 242 instar (Fig 4A) . The band was supershifted by the addition of anti-Awh 243 antiserum into EMSA reactions, and was competed with fibL-50 and fhx+100 244 oligonucleotides as well as fibH-200 and fibH-120 oligonucleotides, 245
suggesting that the fibL-50 and fhx+100 regions contain SGF-2-binding 246 elements. Using these oligonucleotides as probes, EMSAs were performed, 247
and SGF-2-like complexes were detected, though the background signals 248 were often high under the conditions used here, and mobility of the band 249 with the fibL-50 probe was delayed (Fig. 4B) . 250 (Fig. 5B) . Similarly, 288 expression levels of the fibL and fhx genes were higher in MSG-M than in 289 MSG-A and MSG-P of the transgenic silkworms. 290
We further investigated whether ectopic expression of the fibroin genes is 291 induced in the anterior silk gland (ASG) or other tissues. Although Awh 292 overexpression occurred throughout the body, expression of the fibroin genes 293 was restricted to the silk gland (Fig. 5A) . In ASG, where no silk genes are 294 expressed in the wild-type silkworms, fibL and fhx were induced by the Awh 295 misexpression, whereas the expression of fibH was not detected. or intron near the promoter of fibL and fhx (Fig. 3) . These SGF-2-binding 311 sites contain a half element (CAATTA) of the E or C site in fibH promoter, 312 and SGF-2 can bind these half elements (Fig. 3) . A key element around at 313 -1620 in the far upstream enhancer of fibH also contains the half element of 314 the E and C sites (Shimizu et al., 2007) . (Fig. 3) , and the PSGF site has been 329 demonstrated to be a part of SGF-2-binding element in this study. The 330 fibL-50 probe used covers TATA box of fibL. This may be a reason as to why 331 the fib-50L probe gave a retarded band that was similar with the fhx-30 332 probe in EMSA. Moreover, the TATA box (TATATAAATA) of fibL contains 333 suitable binding-sequences for Fkh and FMBP-1 (Fig. 3) . The core promoters 334 themselves of fibL and fhx might regulate their tissue-specific expression. 
